Figure 1 



R5 



• 6 V y 10 3 



II 



Rl 
R2 
R3 
R4 
R5 



-OH haiide isopropylOMe 

-H- ++ -H- ++ 



++ 



Figure 2 




Figure 3 





Figure 5 



I epitope 
Actin binding head Q necic 



I I coiied-coil 



AF-6 



myoV 



truncation mutants 



Myovcc 
MyoVT»» 
Myovww 

MyoV»«M 
MyoVixa 

Specific AntihnHv 

coiled-coii C 
C-term C 




icinesin binding 
domain 



1400 



2800 



4200 



5600 



1 400 800 1200 1600 
residue # 



% n29RniinH 

100 i: 15 
9Si: 3 
18±11 
28^11 

2^ 2 

S±l 
87 ±12 

8S±5 
6±6 



Figure 6 



TRa gene tntron? 



Pstl(187) ctf 
I API GR 



■§+■ 



100 



200 



I 

300 



ets-1 
SPI 

-H- 



/40Q457 



transcription 
initiation site 



Figure 7 



BamHI 
Pad 
Xbal 
Pstl. 



Pstl (185) 




5' am 



3'UTR 



P|irt7f 



3' arm 



EcoRI 
' Sad 

Kpnl 
I^^^Sipal 



i^TRor 



t i 1 i 1 1 1 h 

0 1 2 3 4 5 6 7 

kb 



Figure 8 



EcoRI 
Sad 

Kpal StuI 



neo' 



3'UTR 



BamHi 
Pad 
Xbal 
,PstI 



XbalXbal 



Pvun 



PvuH Xbal 



Eco57I 




hormone 



